. ML cytb gene tree. This tree shows two major clades, broadly corresponding to the western or eastern side of the river. Bootstrap values are shown at select nodes and tips are labeled with a unique individual number, followed by a period, followed by a two digit locality number (matching those in Tables 1 and S1 ), followed by a unique locality description (matching locality descriptions in Table S1 ). See Dataset S1 for matching GenBank accession numbers. Hatch marks indicate shortened branches. An S. lateralis sample from Florida was used as an outgroup in the analysis.
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